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Professor Ansgar Poetsch received his PhD from the Technical University of Darmstadt,
Germany. He has served as professor at Universities in Germany, UK and China, including
Ruhr University Bochum, University of Plymouth, and National Laboratory for Marine
Science and Technology in Qingdao.

Professor Ansgar Poetsch has received prestigious awards including the CAS President’ s
Fellowship, National Science Fund Distinguished Young Scholars Award, and Feodor Lynen
Research Fellowship. He currently serves as Professor and Director of the Center for
Proteomics and Metabolomics at Nanchang University School of Medicine. He has served as
Guest Professor at Ocean University China (Qingdao) and Ruhr University Bochum
(Germany). His research focuses on developing and applying proteomics, metabolomics and
chemical biology technologies.

 Professional Experience
Feb 2022 - Present, Professor, Nanchang University, School of Medicine (Queen Mary
College), China
Jul 2019 - Mar 2022, Professor, Proteomics & Metabolomics platform of Pilot National Lab for
Marine Research, National Laboratory for Marine Science and Technology in Qingdao, China
Jan 2017 - Jun 2019, Associate Professor, Faculty of Medicine, University of Plymouth, UK
Oct 2002 - Jan 2017, Associate Professor, Department of Biology, Ruhr University Bochum,
Germany

 Education
Feb 2001 - Jul 2005, MSc, Bioinformatics, University of Manchester, UK
Oct 1995 - May 1999, PhD, Biophysical Chemistry, Technical University of Darmstadt,
Germany
Oct 1993 - Sep 1995, MSc, Chemical Engineering Technical University of Darmstadt,
Germany
Oct 1990 - Sep 1993, BSc, Chemical Engineering, Technical University of Darmstadt,
Germany



 Honors and Awards
2022, Fellow of the "Thousand Talents Program" , Jiangxi Province, China
2018, Fellow of the Higher Education Academy of UK
2014, Chinese Academy of Sciences President’s Fellowship
2009, BMBF junior research group
2004, HUPO Young Scientist Award
2000, Feodor-Lynen Fellowship

 Professional Memberships and Associations
Memberships: German Society for Applied Microbiology, German Proteome Society, HUPO
Editor & Reviewer:

Editor - Biology
Guest Editor - Frontiers in Microbiology
Ad-hoc referee for journals - Nature Protocols, Proteomics, Journal of Proteome
Research, etc.
Ad-hoc referee for funding bodies - DFG, BBSRC, EU
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